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Table 1. Correlation among sprout-related traits of soybean

G H R D SW Y
1
0.148 1
0.473™ 0.152 1
0.713™ -0.197 0.497" 1
SW 0.355" -0.423"" 0.339" 0.775" 1
Y 0.6617" 0.521"" 0.234 0.122  -0.399" 1
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* (G ! germination ratio, H : hypocotyl length
R ! root length, D : hypocotyl diameter
SW : 100 seed weight, Y : sprout yield
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Fig. 1. Grouping of soybean varieties using principal component analysis based

on sprout-related traits.

Table 2. Number of related marker in soybean sprout characters

G’ H R D SW Y
Number of
3 11 23 10 12
related marker
* (G ! germination ratio, H : hypocotyl length
R : root length, D : hypocotyl diameter
SW : 100 seed weight, Y : sprout yield

-63-



