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<?xml version="1.0" encoding="EUC-KR"?>

<PhylogenticTree>
-~ <split attribute="G+C" attvalue="10" dlstence “(.6” splitunit
="famliy” unitname="% %" nodeposition="root">

- <spht dlstence "0.2" nodeposition="Yes" Splitunit=
"genus” unitname="%9F*>

- <leafn<i<%? splitunit="species” unitname="A}g“>
A
</leafnode>
- <leafnode ?phtumt— "species” unitname="% MA“>

</1edfnode>
</split>
- <split distence="0.4" nodeposition="No” Splitunit=
"genus” unitname="%%F">

- <leafnode F'j,phtumt "species” unitname="g14 o}“>

)
</leafnode>

2o E].“>

gt

- <leafnode splitunit="species” unitname="-$-%
et

</1eafn0de>
</split>
</split>
</PhylogenticTree>
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