Apoptosis Suppressore] 8@ FAA 234 i
38 F4A 54 w4

BFR, SEQ, A5, 2473, 243
Z4USE Wl 4B HLR, 53

Ol

Apoptosis2 4@ A= A H A EAMH(programmed cell death)& 71 Az ¢
ol ZutE AMEE uatA T, A 1T AEY e MA ] EA
I Easted ZE2a9d Aol AEH MEAEL O 2Fd ui§ Q4 F
Q) day FAdA EFE apoptosis 7]1ZHES 7HAEE AlEEY 2 AT & B
-2 family% apoptotic proteing! Baxol th3| suppressiondti= A AE yeast system
S 883to A Ai FAEHE Z4Z cDNA librarygE 753 § 243594
e o] &89 cDNA librarye SHA Y AA9 GAZEEH mRNAE 28 3td yeast
vector¢l pAD-GAIL4-219 F#+&%3 2, 7t$2 bax F+H A= gal 1 promotord &
A 3lo) glucose ¥R A E FEEA &L, galactose MR AT MA o2 BaxE
BEE ¢ e X vector(pL19-bax)E T-E3Hth Baxol 9% apoptosis suppressor
E 2437 98 ¢4 &R W3039 pL19-baxE transform3dte] glucose Hj R o] A
Baxd 2L AAstgot. pL19-baxE 7IA AR A JA2RE FEE
c¢DNA libraryZ transform A71 1, transform® EX2E Z7} Baxol 93§ toxicity &
Asiste FAAE 27 A8 2=zdHA. oY PHo® FA cDNA library
g e 5% 10° transformant® 397}, ¢4 cDNA library 284 E 2 x 10°
transformant?d 26708 F2U7l AE3AY. o] FEYUYREH {FAXE 83t
BAe 2 A3 oy 2oz EFE ¢ dY. 7 259 #¥ FAAE protein
synthesis/degradation 12, oxidation/reductation 5%, detoxin/ cell cycle promotor
3%, signal transduction/growth factor 5%, 28|31 &HAA &L FAA 9FolA
t}. I %, bax-toxicity inhibition®l 7+8 3%t survival phenotype® 7}<& #H A+
(pSEDL)E 5A3 9 oA T3-4-1 FEUZREH Esd = 1407) ofnxAt
o2 o]FojR ¢zt SEDL(GenBank, XM_013096) & =te} o9 5AFE homology
g 7HAH, baxst #AE TS WA JA 4o ojex EEd FAAAE
NADH, thioreduction, 28] 1 cytochrome oxidase®t Z< positive 82} Fo] =
2450, BaxE o] &% &R A apoptosis suppressord] WHEA FAAEZ &4
23¥ste Aol 7hedta, £8E FAAY VFS A F Ao AFAA B
H fAx 2299 Bde ZEE Foez 849 ¢ v AAEES AAEYEH.
a8y, ORFel #A§le]l Bax &dd Adste fFHzrze] ALIGER e &4
e 3% HEV dastele Arsd

(Key words) bax, apoptosis, screening, pSEDL, yeast, pig, testis, ovary



