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The protozoan parasites belonging to genus Perkinsus have been associated with mass
mortalities of marine bivalves throughout the world. Four species of Perkinsus including P.
marinus, P. atlanticus, P. olseni and P. qugwadi are reported to date. Recently Perkinsus
has been reported in Korean waters and its taxonomic position is not known yet.
Polymerase chain reaction (PCR) and zoosporulation of Perkinsus sp. found in the Manila
clam Ruditapes philippinarum, were conducted to establish the phylogenetic position of the
species. The region of rRNA of Perkinsus sp. from the hemolymph of the R. philippinarum
collected from Wan-Do was cloned and sequenced. Sequences of the non-transcribed spacer
(NTS), and the internal transcribed spacer (ITS) 1, ITS 2 from the rRNA were compared to
sequences reported for P. atlanticus and P. marinus. Zoospores were derived from
hypnospores harvested from fluid thioclycollate medium and incubated in filtered seawater.
The NTS sequence was 100% identical to that of P. atlanticus, and has 71.29% similarity to
that of P. marinus. The ITS 1 sequence is identical to P. atlanticus ITS 1 (100% similarity),
and has 76.1% similarity to P. marinus ITS 1. The ITS 2 sequence was also identical to that
of P. atlanticus (100% similarity) and showed 91.7% similarity to that of P. marinus.
Morphological features and nucleotide sequences analyzed in this study suggested that
Perkinsus sp. found in Korea waters was P. atlanticus found in Portugal, Spain and France.
It was also believed that NTS-based PCR assay developed in this study is a useful tool for
detection of Perkinsus.



