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Phenylketonuria(PKU)E §42 Aoz A AMAHe2 88X wagol F7F FA et o ¥& P50}
o] :=Ae] d}elphenylalanined) WAME Y18l R A4 phenylalanine hydroxylased] ¥-F2o2 o o}l
w=Are] tiA}7} ots]o] phenlylalanine tHAME o) ¥RolA ot A&H 1 EF BE Yol =& T3 e
o, A AR719 H A% At Suse 2w opld FAHA BE FAsIIA ol Helg. 13
1} Ao] % phenylalanined] F3& £Yo2ZH AL S} ¢ gt ANEY 71 E vl¥Y F Yo 0
AFE 8ot L A9 dY FYEY $4 ©¥A F alpha-lactalbuming ZEE 3 Ao F XY=
phenylalanine®] &F& Zo|7] 9% dA AF Agel Fus FHHUE  ofvx=A ¥ AP
protein®) DNAMYE PCRE 7122 ZEZS%Uth (429p). alpha-Lactalbumine®] #*| & 47§} phenylalnine
(o}u) =4k W E: 3TTC, 31:TTT, 53:TTC, 80:TTC)E PCR mutation®] #HHE ©]| &34 valine (Phe—Val;
T-G)oz #stgct obnlxAt valinee & X #¥ alpha-lactalbuming E. colic] Z@A]7]7] 3} obrl:=it
o] NBP §HAE E. colidl £UY3tL inducerd IPTG (B -D-thioglactopyranoside)& °]-83te E. coliol ¢
#H AL SE5AT AP olueAt AN§ BWAL Zn++ affinity columneE ¥ AAHAAG. 22 E
colizBE S AFE YAHES dojd vy gAae AQ wys A3ey WEoz HEFHUY. o @
7 A3 E colizBE dojA ojn|xAl A& @¥AL inclusion bodyol A Hdol %7t FriHE AL ¢ F
1o, SDS-PAGEE E3t ®&AA A - F E. colidl 288 @¥dg &AsA. EAZFL oivlx=dt
x§ o]A 9 alpha-lactalbumin® 32 anti-human alpha-lactalbumin® 3 -& ©]83% immunoblotting 2.2
band’t AUt =3 2z HAE ©9HAS mature protein® N-TE ofvlxi}t A Eo] human
alpha-lactalbumin ©}vlxAt N A% Ux3 k. wekAd phenylketonuria(PKU)E #3 Sle FHfrotolA
phenylalanine®) FF€ £°17] 4% WA AF2o2A4 valinee2 WA alpha-lactalbumin®} #&3ltta A
Zted,
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