What is protein folding in the endoplasmic reticulum
associated with molecular chaperones and Why at

present need its study in insects?
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F+AAS (genomics)®] F&HE Lo Agdo] AA7A 18FY AwT+=7t &)
AR geog 5@ oldd 30F ol Axol M= MFoltd ey of
2] DNAE7IAE S #adt 35 FHAKAEY 7158 &2 2 & 9n
7h flow d&AHoR o] &dE Aok B Aol @) o o)f= AR
=9 o dtdoME 7% ¢4EA A ¥E FAXY Vs FEHo=s
AFsteE FAA 715 R A% (functional genomics)dll &€ 81 Yt A7
Ao FAHAATFR, Ld 2 {FAXAAESY AT = replication, transcription,
translation®l A& Fi o]FHTh EE {FHA7 AEEFAH 7]5¢ 71
Gulid g wEY] A E A9 344t SASA ol FojAek sk azu
FEe g3 dNdn 2ula 2 ER (endoplasmic reticulum; 43X A)o] 2}
= 2ZY 271%¢ AAWA 994 ¥ F4%4  (posttranlational
modification) € %3] AEF 3ATREY folding, BHFAH 2 trimming,
subunit®] =3, 21443}, disulfide bond A o] dojitok 3th. ER G AR =
ZHo Qe FHPEI} gulde 13 F2 (polypeptide)E B Foj, oj=
A & posttranlational modification@ A& FA3A AA =7l AEEAH L 712
il A gtAd o] rate-limiting  stepeZ  FET. HAE posttranlational
modification# A ol A2 &3 target@ ¥ A o] un-/misfolded® Bl 2 ERY ol
FHdoz A3t Ao A WA AFS veldth. ERYel A
gl Aol folding® wlol AEFE folding/assemblyE E94FE= @l AL
molecular chaperoneol&tx 3t I AHolw ‘dulzro] wrEojAd  wo
folding/assembly S =94 A3 FZ2E 713 AAZHGY o] HEE %o}
FAL AFAEAE TEEA ge dld Folh AFAA F SEHA Re
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2% GRPY4, Bip, Calnexin, Calreticulin, PDI%©]l it} Chaperone®] @4+
Agole F2 AU Fv9 i oReyd FHITTH oA A
of ddo] @AY T EuriA, AL, NEESI TS BETY JEF
At A veduFe sy, o]FE WA (heterologous protein)e] oA
3 e 442 st Wi HZoe AXAES] MY F33 BokF
o shrE HAH

QIA B2 Z2] MIdlA BEVS (baculovirus expression vector system)£ ©]
83t ZZE Ev)u a7 kinase, melanotransferrin, glutamate transporters
o] Magm A FAHAAM P ZFAIEAAM chaperoneo] FHHH
posttranlational modification®] QF7} BR$H71? THA XM ALHE o] F
S AEL ZR 2L ET/HFEBAXNAN AMHeE AHY FAEA & v
o)F¥tmPo] BEVSHA wrEAAA R ofF & F¥ (HIHEA HF 84
aggregate8 A3t R, ER associated #3], BF %3 vz v E A2 o
Z FuHRA|FHRE A/HAAELE 7R dulFd s v=E )& FHEorwt
522 biotechnology® A &d 4 Ut} o] FAHES] slFdHYozes TFA
FolA ofm 7] oA HPAG N A Fujdedo] vhEo
ke Aol AAIRAC & Aot} F, aR TRHEFEMEANANG &= ¢
A F o] E-89 posttranlational modification”] A& o} s 3}odok it} AAz A
g3 711 oA Rt LFAEAAM chaperoned o|FGHAI} T
coexpressionAl P o.2X EH oz dte Ryl o] JMdE o7 R
gk, 283 ERWY A3 D Htrimmingg 939 GIcNAc transferase 1&
overexpressionA| Z S 24 1 A FEulgwiAS A& £ UG olHH 1

A4/ F olFdAS ITIAMEANA AT HAstdME FAXY
posttranlational modification?] A (¥ %chaperone®l 2]3} folding/assembly, %
AEA 2 trimming, <143}, disulfide bond ¥4)E F83] olsist Fo
BEVSE ©]£3%F metabolic engineeringg 3t 53 & @A £ A& Aol

B8 olg e dFE A Hgor nAoFENAL g FAAsE A
3 A ZFAE G A 2 FHTHE oldE 7 UM 2F g

ATFEokE & 798 & Aotk 28y, AF 7k baculovirus® EFFE
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A EA replication® A Feokx WA, 2y H29 A 9w
IHFEMZAA BEVSE o83t ojzuid g AT & e Aotk
ol SE&WAA UFY ojFu AL AN E A olFoF Yud] & 9uE
7v2 el ket i, baculovirusol 9% EHFE2AHE YoM o o] F ekl YAl
 host®] #&A IxEo] WA Z A&EA olA oL = gy "o
A JREY AAES ZA &Y FHt gtk &, AAEE olFawa
hostd]l EFEEATAE IS AY FA €3 A FF9 LAL 53
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