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P4 2o g ¥ Ax I dAdolet & =+ gith

dozr ofFoA] s Al A 27 Fol ol A 3dE AR 2HE FF AT A
oko]l A4 % 71 d F(bridging study)®] AE(GEEW, ZAALH &= kY AFAH EA
of fEAT HAAFHANAM o)zt gitke AF)E Bojopgtt. ool & 54 AFHR
ole] & Wz v A9 dUsA dFLE e AR FEIG staAFdE AUCH
t, 9 e PKESE By 4%3 o (pharmacodynamic study)$} Snddale] 2$ d<¢

Aol ACE?] A &8% & k& d o F(pharmacokinetic study), 488 el glojA AF
7t Aol HAALE oJAHE 459 F$ £F9E o P (dose-response study)® oA F
2 AFF gAY o2 g Had

*E ‘Fl 7t obd B ate] AS AFAAE JEAEE AAF e HAdWe
(Institutional Review Board; IRB)ol A AA1E g oy do 2 37y 4oy AXe
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(1) A7F DNA €714 49 si=1 1 o) F
17t A=< DNA g7IM€ & 5412 s+ Human Genome Project?} ©l=3 #9
dE F7LE9 ¥ o= 1990 AlFE o] &, Celera Genomics A9 72 2 A3 &% 7}
—’EE7} EA HAh 2 A AR R 29 o) wE Ad 24¥, 2994 o] A7IAM D(99%)°]
Gdd FHA A X7t SHEo HREAESET obgt YRk EE FrAA, 58 AW #AE {FH
2ol tiEle BHE ZA HUATE AT HA AEY FAAEE dFE bk 2
35,000-40,000 72 LRI o5 F LA 1.1% o] A4 @ME codingdt= exon (intron
24%, intergenic DNA 75%)%d o] #8AA HA o1& §HA F 71%S ¢ de +34=
Avk A ojstejr, 1 Y9 EFHoR A&, A MEe] EYUWH EE {f4 B Ay
Aekd g 2 AEAY A4, A7 2 wsto o277 uv[He] EY F dogae 7l
o= 2 Ei% B2 fAAY Z15H Gt A ojof g AAEtL Yt ARHo=z 2]

AZlNE A%, & FAA 17 T2l G oJHE EWE el 44 F44 £EL Wl
A8l A TR FUAS ARAEHS BAE TR FAA ol el DSl 8
3 84 wgol oW YR M AE FYHE Do) JhsEA HAT oldT U B

e A 2E sietre] & 2 A microarray® & 4 Atk
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DNA chip/microarray @ Z+& glasst}t membrane Yol +3H, F£9 Ao FAHAAZ gojx
AARSlZAL 8t A R4 &3 W RNAY 23 HAEE & ¥ Adoz AE 4+ 9l
high throughput screening o]t 19953 v]= 2 X = diste] Pat Brown $ol 23le]
wEl o] DNA chipe vlo|Z 2 Z2AA @& 2ot Hol & FHx2 cDNAE €9
2 Aot} orlofl FFEHAZ FAH A8E /48 Fol BitS (hybridization)& AlZo2
DNAY RNAY 53 AA(E)E ¢ F AL ¥ ofye, 2 Ay A71&MSY AUz
FEZEE 22 RE#EARE A8 5 o NEA vied e e Wy, agn AER
watel waz wold dFZATY FAe sbEdtA HAoH, ol Fte] AW IdH A5
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Adel Wart vebua 9ok ol9k 22 DNA chip®] #xdoze $UE chipd th# Alzte]
7bsstel g A ol ge fdAE Tl HAL ZhEstAl Sl 7€ wHRag a9 A o)y
o Azba vl g2 A glen, I3 vlFe) DNARE chip A|Fe] 7t5d dss €
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DNA chipg o] &%l meh AE 3 229 A5, £ yests dsle] gt §3
g9 Hdo] ojgA WaEA FHH2Z Ad YA Ho B A ¥
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Yzt 95y A% 2L A3 fe $ge A0 BRUA vl FAA5Y Ave F73
n FIA0E A fAAT Jl5e ¥ £ ) A%, 54 FAAel o)y £ v
Wae w1 faze wawnez Bur AL ohm, E ohE o8 §uAe) wE WnE

fEgond HEHon 54 ¥de $AL fEss B ohAl aW, DNA chip® 53
4R olabolut wd W RH Ushi: GA9H pathwayol o8 §9H B4 24
Mol Wste 7EE & Y= PHolth o ATE Falo] 243 Awe g W Aok A
o god A8 EZES ANE AL £ ATk 2 AT AWM AW 2 WA e §4
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A agel ¥EE B 2 A3 149 5FEY AAA 2E AUL oHFL2A AW,
2o £HH U FAAE F9E F A Hof DNA chipel 2147 AW Fe) Ajs
5% Aoz 4sn Ut

(3) DNA Microarray A&9 EA1E49 "aA
522 cDNA microarray 289 718 E42 £ 289 3olE vehlEs FHAE
et Aot wekx dwdtA 2 w9 H (fold change rule)& 2 &3lE ARdE Y%

d FEE Hargde AT 5A Y RYL FAHSA Fo4F Holg Hole #
AAES & Aol F4% AEEA wztel ¢ o3 Wgtg Tt F= HPolztn §
Aok By ohg dbHoz AME TEHE assaye dE HFH7 Ao AdsEA
(reproducibility)@} 439l HF 8<A5o st AAZ Foo] W2A Hi=d olzd AFs
ANOVAS 3 Z& A3 E4o] gyt

Microarray 432 2@ %44 = (sg YA At 7138 & (probe)o 2
AHEE - AA7E 600070 0] a1 o] 30/ (HET 1570, M el 157D ¢ 6000%30=180,00074
o) #EAI} SArEP, cDNA Microarray 9t <7 th2 A3 AASNA T35 Oligonucleotide
array & Ab&ste ASLE Z AU 20709 perfect match- mismatch 4¢] UAIE
20+2x30+6000=7,200,00078 2] A&7} &4 diio] Hot #e ¥ ARE Z&FHOE FHdld
7t § 29 93 AolE vEhlE FAATE EEdle o, 28n fFARARENY 45
48 FYsts d& ulz A% 2§53 9] ")

ol 2141719 MEFAEL AEE FP}e dEYUE ARE E&Ho2 EHF:E
€ o Z8A3A HRx ojeld WA FAE 2 AdystFe FAH dFE AEA
olgte M2 FEL dAANZA e, o] AEAHES o} 2147 HE A7 &(BT)Y 71 &
23l 30 Microarray ## FA o)
o= Q3 Py BA Hx | FHEA,
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bootstrapping, missing data imputation, % 23
2 | empricial Bayesian ©| &, AFEX EFEE | JAEY, Cox9 dHHAgAEEH {
EE3le 7Y, A2AYY T A9 BAG oj29 wWilHolga FuF tldF o] 2ol

Ak 204719 BATL e waEn A EXC dig FEEE 527 Ao
Jo2 AFAEE ANAsEA T2 dAdS o]|F3, o] 2% fFuld YA AldH
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Y7, $3, A, 494, o9

Fol 7tF ol AH8E Aoz uentt 2y F 205FAFAM AFT HAE IFE B ¥
1028 A2 AA9 50%el Pk ALE FARA WHE BYE, dEHjuy BERM #
AR, JAAREH Tl AAFE v gl o 40% AEE G FFvaggey N=EEg 4
THEAFo] gFEoIAT. oY AP AN GdSES Ay, Y, 2L AGY,
ARAGR T FAE ol ded BAVIHE dFAEe] HAzsan g, ol A¥LA
s Age

BT A2 olHg Fo] ] dFoz sdnt melA oEFd FANYE F2
& FEI7) AF =88 A5t vk
FEAEAANME AZE TAH IHUES T FobolA HEo] Al
! oF o] & ZHZR AEdoATY TAH %
of B3 d+ 2 FEE 2 MCMC BES S o] &3
7 & T& F&n o 53], 2
Bio TechnologyE T3 FgAFEoAAY AdFAAE 71& dFAALe 38 FAAA=R
ARt Utk ol o8 7R AFEE ¢ A W3, Av qIFd JEFF 2 A
g EE FAALY AT olAY AviE AAZAY £d dorle 2 dASEI A
A FA9 534 dAFAARe] M| o]Fojx 1 3t} BIO Informatics(5-8] &A1 8, %
ASZEe, AFE T, EAME) ol BIO Diversity(BEAFA8, EASEE, dadfAdshy
22 AdH FHD JleAA QAEEo AREE £ AHFHEY 4T BHe] v o
A5n ek FEAFHe] AYYE APdE FHRdrIed s FAHLE 4 8F5E 1
Aot FHAEREEY AE AT 1999 Hr|Fe A=rEMd AdeR P HEIE A
2714 ¥ AxdF Argd(Korea Rice Geome Research Program)E s33slHA BAZo=
NREAD, d7lM e EAFARAR 24, t#F cDNA 971449 &4, wx“x}zlip 7%

FHAEAY A

8 FU% 229 940Y R £A5F A8 J1EhLd FHE Fx s}aac}. %
Afd S BUA UF 2859 QA VI5HE BHS] ABE FAst ol
Atk =W AYTY AR J1e NLS FA3H7] A5t 4BAY L HAA 2H Iug
AAAez AFTY + gt Aued A2de FE3T o] Al 7o 4 Y &
A BAAR, 2AHYA AEAR 2 FAAUEAE S D A wa A dolgy

o] 2 3tate] 9 Alo] E (http//biogen.nisat.gokr)ol FMe A

1990 o] F A 1043 5 FHLFEAME okt FAH @E"o] AEHA R
I AT 433 AAe] AW Aoz eI B3I A, §FHX 5 YT vEA
g3 Ao AMY =FNA 2AE BAA $H). FASE €9 “i1%%4 ZAA 71EE o
£3tE Ad XX @i, 8AEY, g HZH, GEHEASH Z& thdH v A3
3 BAH A2y HEHd 2L ug FANES TAITE

;

o Heol\} ¥ BAEE 9
ofel MM S8 AUE AT F7 FAF RolT Ak 2, JATAEY 5A
4 ogs) AEoE d2 JhA olge Hol BeWHY, TFN BA HEASY FIYB R}
of thg wAlo] WHlalE Aol @7bA Foldt AAHAY. FUATE APHS A7 9
AEorzA FAATEe] B UE AFRAE W o4 WAL €e RAolH, don: v

popshel Bl Wasku 53, BA WSS FAASEAC BF A§H Y2o| B
A 27d0L B 4 o
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