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Table 1. Cell wall and lignin content in transformed Glycine max hairy roots

(% of sample D.W))
# of lines Vector/gene cell wall Lignin
7 pBI121 25.0 1.6
16 pBI101/P2Pr Pal5 20.5 2.6
18 | pBI101/P2Pr PalS 22.1 1.3
2 pBI121/Cad1 27.1 4.0

Table 2. Gas chromatographic assay of some phenolic products in transformed hairy roots
of Glycine max after cell wall oxidation with CuSO, — NaOH given as %

# of lines Vector/gene 1 2 3 4 5 6 7
7 pBI121 29 9.6 837 202 41 182 227
16 pBI101/P2Pr PALS 6.2 80 100 203 53 170 205
18 pBI101/P2Pr PALS LS 39 123 211 64 268 166
2 pBI121/CAD1 6.9 73 85 153 46 150 326

Remark : 1-Benzaldehyde 2 - Vanillin 3 -Syringaldehyde 4 — Coumaric acid
5 — Ferulic acid 6 — Sinapic acid 7 - Acetovanillin

Table 3. Lignin content in Glycine max hairy roots estimated with thioglycolic
acid(LTGA) in alcohol-insoluble residues(AIR) according to Bruce & West,1988.

# of lines Vector/gene LTGA
| (% of AIR)
12 K599 | 2.0
1 pBI101/P2PrCAD1 46
3 pBI101/P2PrCAD1 47
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