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Table. Agronomic characters of parents, 2 and individuals of  green-plant group{A) and
spl-plant-group(B) in Fy®
No. of Culm Panicle No. of No. of Grain . Grain
. eading . . . 1000 grain .
Plant materials plants dat length length tillers grains fertility weight () yield
a e
tested (cm) _(cm) _/hill Jpanicle  (96) oot BT (o mim
Parents Suwon345 10 8 14 738 194 144 112 94 23.8 36.0
Fl 159(spi-1) 10 9. 8 1324 164 180 74 89 21.7 259
F; Total(Mean) 76 8. 16 9.1 192 137 109 95 25.1 36.4
Green(Mean)(A) 55 8. 16 93 193 140 107 96 255 38.7
spl-1(Mean)(B) 21 8 18 96 188 124 113 92 24.1 30.7
Difference(AvsB) ns ns ns ns ns *% *% ns
Parents Milyang23 10 8 13 702 228 8.8 147 95 25.3 31.2
F1 190(spl-2) 10 9. 7 982 192 110 72 93 230 17.0
F2 Total(Mean) 76 89 719 224 122 123 80 246 29.1
Green(Mean)(A) 57 8. 8 71.9 224 118 126 80 246 284
spi-2(Mean)(B) 19 8 9 71.7 223 134 117 77 246 30.8
Difference(AvsB) ns ns ns ns ns ns ns ns

a) The data were collected at individual base and averaged
b) Each plant in F2 was grouped into green and spl groups by its phenotype

=+ . Significant at 1% level
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Fig. Linkage map of spl-2 and DNA markers in chromosome 2 and chromosome 12
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