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QTLs/Epistsis Analysis of Heading days, Clum length and Panicle length in Rice
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Fig. 1. Distribution of days from seeding to heading, clum length (cm) and panicle length

(cm)
> p1 = Former parent,

in F» populations and Fs RILs of IR 66738—118—1—-2 / Gayabyeo cross
p. = Later parent.

Table t. Estimation of heritability of days from seeding to heading. clum length and panicle

length in Fs RiLs of IR 66738—118—1—2/ Gayabyeo cross (n=210)
Mean £ SD Heritability I ;
LS orrelation
Characters F, population Fs RILs : (C?Eg:g:s'gi%t:) of coefficients
Days to heading 108£5.1 90t5.8 0.179 0.156%*
Culm length {cm) 72%x9.4 75117 0.318 0.281x*
Panicle length (cm) 27t2.9 25+3.1 0.227 0.221%x

+x . Significant at 1% level

Table 2. Putative main effect of QTLs affecting days from seeding to heading, clum length,

panicle length in Fs RILs of IR 66738—118—1—2 / Gayabyeo Cross

: Markers bordering the  Site of left P Additive
Traits QTLs QTLs marker(cM) LOD R gene effect

Days to qDH-3 RM22-RM231 8 3.95 0.091 -1.84
heading qDH-8 OSR 7-RM 44 38 5.95 0.181 —2.59
Cium length qCL-2 RM 6—RM240 0 3.42 0.087 -3.69
aPL—1 RM200-RM 1 Q 4.29 0.075 —0.96

Panicle gPL—-3 RM251—RM 16 4 5.77 0.143 1.34
length qPL-5 RM164—RM 31 0 3.47 0.071 0.94
qPL~7 RM 2—-RM 11 2 2.22 0.055 —0.83

Table 3. Putative main eftect QTLs/epistatic QTLs affecting days from seeding to heading,
clum length and panicle length in Fs RlILs of IR 66738—118~1—2_/ Gayabyeo cross

Main effect A Main effect B Epis(t:ti;(: g;fect
Traits Epistatic Markers border Site Main Additive Markers border  Site  Main Additive Epistatic Additive
QTLs ~-ing the ot effgct gene —ing the epistatic  of efgzct gene LOD etfegt gene
epistatic QTLs QTLs R effect QTLs QTLs effect? R effect
Days t epDH—-3,9 AM231 —~0OSR13 0 0080 -1.78 OSR29 —AM201 0 0.000 0.21 4.58 0.000 0.94
he;,d' 0 epDH-89 OSR 7 -RAM 44 44 0.134 -2.30 RM201 ~OSR12 0 0.000 036 6.90 0.000 -0.07
"9 epDH-10,11 RM2442—OSR1 14 0.000 -0.54 RM21 —~RM206 2 0.000 —0.22 551 0.174 -2.62
Sgr?t(reiglmons Addititive 0.214 Epistasis 0.174
Clum epCL-2,10 RM 6 -RM240 2 0.134 -510 RAM258-0SR33 2 0.000 4.99 0.086 4.10
tength  epCL-3.3 RM 22 ~-RM231 0 0.000 1.03 RM168-~RM 55 2 0.000 4.72 0.123 -4.90
General s Addititive 0.134 Epistasis 0.203
epPL—1,10 RM200 ~RM 1 0 0.068 -098 RM244a—0SR1 0 0.000 0.38 4.77 0.000 -0.07
Panicle epPL-1,7 AM246 —OSR27 8 0.000 -0.29 AM2 —A/M 11 6 0.066 -096 297 0.000 0.48
length  epPL-25 RM53 —RM211 2. 0.000 -0.22 ARM163 —RM164 0 0.064 0.95 3.62 0.000 -0.34
epPl.-3,6 RAM251 —RM16 4 0.188 1.62 RM217 —RM50 14 0.000 0.13 586 0.000 -—-0.50
General Addititive 0.317 Epistasis 0.000

contributions
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