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Table 1. Significant correlation coefficients between agronomic traits in
Suweon365/Chucheongbyeo RILs
Traits dth cl pl ppl Spp yld
Days to heading(dth) 1.000
Culm length(cl) 0.330™ 1.000
Panicle length(pl) 0.108  0.254™ 1.000
Panicle per plants(ppl) 0.224™ 0.101 0060 1.000
Spikelets per panicle(spp) -0.143" 0092 0079 -0.114" 1.000
Grain yield(yld) 0.137" 0369™ 0267 0.060 0049 1.00
* *x | significant at 5%, 1% levels, respectively
Table 2. Degree of polymorphim between Suweon365 and Chucheongbyeo
Marker No. ofbla)gglslorphic No. of primer
Microsatellite 33 136 ‘
AFLP 118 908+
* Number of bands generated by 11 primer combination
Table 3. Characteristics of QTLs associated with agronomic traits in
Suweon365/Chucheongbyeo RILs
- Chr. Peak % of Allele
Traits QTL No. Marker LOD PV SS CC effect
Days to heading GDTH-6 6 OSRI9 476 96 1103 1073 30

gDTH-7 7 RM476 3656 63 1073 1097 -24

Panicle length gPL-7 7 RM214 320 66 199 193

0.6

gPL-9 9 RMZ215 275 53 194 200 -06

gPL-11 11 OSR01 220 59 199 193

0.6

No. of panicle per plants  (ppr 11 11 em2215 204 41 146 155 -09

No. of spikelets per panicle 'opp_11 1] em626 532 85 92 87 85

For each QTL : The % of PV is the percent of the phenotypic variance explained by the QTL.
SS and CC class refer to genotypic class defined by single markers @ SS(Suweon365) or
CC(Chucheongbyeo) is the homozygote, respectively. The allele effect of QTL is the difference of

the phenotypic means between SS and CC classes.
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