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Table 1. Inheritance of heterostylar and homostylar genes in interspecific

hybrids between F. esculentum and F.‘ homotropicum at different generation.

Genetic segregation

. Cultivars Observed Expected
Generation
(No. of plant) Homo Thrum Pin  Homo Thrum Pin & p
plant plant plant plant plant plant
YWH (8) 5 0 3 1 0 1 005 025~050
F JEH (22) 13 0 9 1 0 1 072 025~050
CCH (19) 10 0 9 1 0 1 005 075~090
Total 49 28 0 21 1 0.25~0.50
YWH (15) 12 0 3 3 0 1 020 050~075
F2 JEH (18) 17 0 1 3 0 1 360 005~0.10
CCH (19) 15 0 4 3 0 1 014 025~0.10
Total 52 44 0 8 . 256 0.25~0.10

Table 2. Inheritance of heterostylar and homostylar genes in interspecific hybrids
between F. esculentum(pin) and F. homotropicum at different generation.

Genetic segregation

. Cultivars Observed Expected
Generation
(No. of plant) Homo Thrum Pin  Homo Thrum Pin 4 p
X
plant plant plant plant plant plant

YWXYWH (7) 5 0 2 1 0 1 128 025~050
BCiF, JEXJEH (17) 14 0 13 1 0 1 594 0.025~0.01

CCXCCH (42) 19 0 23 1 0 1 0018 0.75~090
Total 66 38 0 28 151 0.25~0.10
BCiFz CCXCCH (35) 26 0 9 3 .0 1 0004 090~095
BCF1 CCXBCF (23) 5 0 18 1 0 1 734 001~0.005
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