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Cloning of the Kinesin-Associated
Proteins in Schizosaccharomyces
pombe by Yeast Two Hybrid System

Jae-Wook Jeong™ and Hyong-Bai Kim
Division of Molecular Biology, Graduate School of
Biotechnology, Korea University

Kinesins have been cloned in many
organisms and they have major roles in
movement of chromosomes and cell
organells and segregation of spindle poles.
We have cloned kinesin genes which were
named as krpl gene, using PCR technique in
Schizosaccharomyces pombe. The 5. pombe
krpl kinesin motor doamin was highly
conserved and a member of kinesin heavy
chain (KHC) superfamily. krpl gene was not
essential because cells containing a krpl null
allele were viable. Overexpression of krpl
results in the inhibition of cytokinesis; cell
become elongated and branched and form
aberrant septa. To examine the function of
krpl in detail, we used the yeast two hybrid
system to clone the protein that interacts
with the krpl. The screening identified novel
proteins, designed kapl, kap2 and kap3,
which exhibited a strong structural
homology with myosin family.
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ArsA as a Bacterial Cell Cycle
Inhibitor

Soo-Chan Lee” and Ho Sa Lee
Department of Biology, Kyunghee University,
Seoul 130-701

ArsA, gene product of arsA, . is P-type
ATPase and its amino acid sequence is
similiar ~with MinD, which is a
membrane-bound ATPase required for
correct placement’ of the Escherichia coli

division site and inhibits bacterial cell cycle
when over-expressed. Our previous study
revealed that the cells elongated when ars
operon in plasmid was over-expressed, but
the mutants, inserted with Tn5::phoA at arsA,
did not. So we deduced its function as a
bacterial cell cycle inhibitor. In this study, we
amplified arsA from ars operon, cloned into
pUC18 named pAE300, to construct Pyc:arsA
system. And the same step was performed to
the frame-shift mutant arsA. Then DH5a
containing arsA was induced with IPTG, and
the cell elongated. But mutant arsA carrying
DHS5a did not. E. coli wild type MG1655
transformed with pDB164 (Pu:iminD)
showed filamentous forms and so did
PAE300 (Pyc:arsA). This results demonstrate
that ArsA is a bacterial cell cycle inhibitor
and may complement MinD.
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Cloning and Sequencing of the
cDNA Encoding Putative
Mitogen-Activated Protein Kinase
from a Phytopathogenic Fungus
Mycosphaerella melonia

Ju-Hwan Cho™', Young-Ho Kim"? and
Ki-Sung Lee'
Research Center for Biomedicinal Resources
(Bio-Med RRC) and Division of Life Sciences,
Pai-Chai University'; Departmemt of Biology,
Hanyang Um'versity2
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Characterization of Genomic DNA
Encoding Full Length of
Mitogen-Activated Protein Kinase,
CGK1 from Colletotrichum
gloeosporioides
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Colletotrichum  gloeospot.vides®} ~ MAP
kinase #- AR E F2Y3}7] 93l yeast MAP
kinase$] FUS3, KSS1, HOG13} Magnaporthe
grisea®] MAP kinase$l PMK1, Fusarium solani
o] FsMAPK¢®] conserved amino acid®
degenerated primer& #}%}8le] PCR cloning
o] o]-838l4t}. F 500 bp2] MAP kinase2} o
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Enterobacter aerogenes®?| C-P Lyase
(Phn) Operon 2 X 24

You-Joung Lim, Jung-Sook Lee, Soo-Ki
Kim and Ki-Sung Lee
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(Bio-Med RRC) and Division of Life Sciences,
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Phosphonate (Pn)2 carbon-phosphorus
(C-P) bondE Eate  ANERZA
phosphate 7} 2| tg &7l Al v A Zof 23]
o] &%t} Escherichia coli ¢ 73% C-P lyase
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o|2olZe] WD AWM T Enterbacter
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Z tHLee et al., J. Bacteriol, 174: 2501-2510,
1992). Enterbacter aerogenes®] phn operong
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