By using a partial clone as a probe, we
isolated and sequenced a corresponding
full-length ci clone. Northern analysis of the
CI7 transcript in response to low
temperature, drought, exogenous abscisic
acid (ABA) and high-salt treatments revealed
that the transcript levels were induced by
most treatments tested in tubers as well as in
leaves. Whereas accumulation of CI7
transcripts during cold storage occurred
within a day, CI7 transcripts in response to
abiotic stresses and ABA were less expressed
when compared to those of other stresses on
transcript levels. The expressed pattern of

CI7 was examined by reverse
transcriptase-polymerase  chain  reaction
(RT-PCR).
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The AGAMOUS-LIKE 20 MADS domain
protein integrates floral inductive
pathways in Arabidopsis

Horim Lee"’, Sung-Suk Suh', Ji Hoon Ahn?
and liha Lee'

School of Biological Sciences, Seoul National
University Seoul 151-742'; Plant Biology
Laboratory, The Salk Institute for Biological
Studies, La Jolla, CA 92037, USA®

The very late-flowering behavior of
Arabidopsis ~ winter-annual  ecotypes s
conferred mainly by two genes, FRIGIDA
and FLOWERING LOCUS C. A
MADS-domain gene, AGAMOUS-LIKE 20
(AGL20), was identified as a dominant FRI
suppressor in activation tagging
mutagenesis. Overexpression of . GL20
suppresses not only the late flowenrig of
plants that have functional FRI and FLC
alleles but also the delayed phase transitions
during the vegetative stages of plant
development. Interestingly, AGL20
expression is positively regulated not only by
the redundant vernalization and autonomous
pathways of flowering but also by the
photoperiod pathway. Our results indicate
that AGL20 is an important integrator of
three pathways controlling flowering in
Arabidopsis.
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Effects of Auxin on the Timing of
Determination for Root Formation
from Internodal Explants of Cassava

Sil Yoon', Duck-Yee Cho® and
Woong-Young Soh'
Department of Biological Scicence, Chunbuk
National University 561-756'; Departmer of
Biology, Woosuk University, Chunbuk 565-701°

The timing for the determination in root
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primordia formation from nodal and
internodal explants of cassava (cv. MCol 22)
was justified. Nodal explants about 10 mm
with an axillary bud developed adventitious
roots in one step on MS basal medium
containing 2% sucrose for 8 days of culture.
But internodal segments without an axillary
bud did not develop the adventitious roots
on the same medium. However, most
internodal segments excised from nodal
explants after culture of 72-96 hours on MS
basal medium developed adventitious roots.
The segments rooted at 90% after culture on
medium with 0.5 mg/L IBA for 132 hours, on
medium with 1 mg/L IBA for 60 hours, and
on medium with 2 mg/L IBA for 36 hours
respectively. Thus the period of culture on
IBA medium and IBA concentration affected
the rooting rate. Anatomically root primordia
were not formed in internodal segments
cultured on medium with 2 mg/L IBA for 36
hours, but the primordia were formed when
cultured on the medium longer than 72
hours. Therefore, it is suggested that the
determination for root formation occurred
before the differentiation of root primordia
on medium with IBA, and root inducing
factors from medium were absorbed and
accumulated  during the period of
determination  fer  root  primordium
differentiation in internodal segment of
cassava.
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Cloning of Cytosolic Ascorbate
Peroxidase Gene in Embryogenic
Callus of Pimpinella brachycarpa

Soo-In Sohn and Joon-Chul Kim
Department of Biology, Kangwon National
University, Chunchon 200-701, Korea

Ascorbate peroxidase is an important
enzyme that detoxify hydrogen peroxide
within the cytosol and chloroplasts of the
plant cells. A full length cDNA clone(993 bp)

encoding cytosolic ascrobate peroxidase from
Pimpinella brachycarpa was isolated and its
nucleotide sequence determined. The
nucleotide sequences of Pbapx were highly
homologous to those of apx from Nicotiana
tabacum, Cucumic sativus, and Pisum
sativum. Pbapx and apx from Nicotiana
tabacum, apx from Cucumis sativus and apx
from Pisum sativum are 80%, 78% and 77%
identical in highly conserved region. The
Pbapx contained an open reading frame
encoding mature protein of 250 amino acids
with calculated molecular mass of 27.8 kDa.
According to the k-NN of PSORT program,
Pbapx seemed to be located in cytosol. The
Pbapx gene was expressed in all tested
organs of Pimpinella brachycarpa; mRNA
levels were low in petioles and high in
embryogenic calli and roots.
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A LAMMER Kinase Homologue of
Schizosaccharomyces pombe
Regulates Expression of Genes for
Catalase and Glutathione
Peroxidase

Yoon-Dong Park %, Young Mi Cho', Sang
Mi Kim', Kyung Sook Bae’ and Hee-Moon
Park’

Dept. of Microbiology, Chungnam National University,
Taejon 305-764 '; Korean Collection for Type Cultures,
GRC, KRIBB, Taejon 305-600°

Previously we have identified the
Schizosaccharomyces pombe Ikh1+ gene encodes
a dual-specificity kinase of LAMMER family
having both serine/threonine kinase and
tyrosine kinase activity. And also showed
that the Ikh1 null mutant is viable but shows
increased susceptibility towards a reactive
oxygen generating compound, hydrogen
peroxide. To investigate possible
involvement of lkhl in expression of genes
for defence mechanism against oxidative
stress, northern analyses was performed.
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