Visualization of RNA Secondary Structures

Kyung Sook Han

Abstract

An early step toward evaluating a predicted RNA secondary structure is to visualize the
predicted structure in graphical form. This taik will present an algorithm for efficiently drawing
RNA secondary structures. The algorithm represents the direction and space for a structural
element using vector and vector space, and generates nearly overlap-free poIYgona| displays.
The algorithm and a graphical user interface have been implemented in a working program
called VizQFolder on IBM PC compatibles.
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