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PCR Markers for Indica and Japonica Differentiation in Rice (Oryza sativa L)

National Crop Experiment Station : Soojin Kwon, Sang-Nag Ahn, Ha-Cheol Hong, Hun-Pal Moon
National Yeongnam Agricultural Experimemt Station : Hae-Chune Choi
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Figure 1. Cluster diagram based on the average GDs with 168 rice cultivars

Table 1. Characteristics of subspecies-specific aliele as detected by 20 markers

Marker  Total no. Size(bp) an'd no. of No. of exceptional
designation of alleles subspecies-specific alleles / cultivars

Indica Japonica Indica Japonica
OPA-07 2 150 - 0 0
OPD-08 7 450 - 0 1
. OPE-04 4 400 - 0 1
OPE-07 3 - 900 0 1
OPE-14 9 450 - 0 2
OPP-01 5 - 650 0 0
OPP-16 3 600 - 0 0
- OPT-07 4 1,800 - 0 2
- 1,400 1 0
OPU-06 8 750 - 0 2
- 550 0 0
- 700 0 1
- 800 3 0
- 900 6 1
OPU-09 3 - 750 0 2
OPU-13 3 - 900 0 3
OPW-02 6 - 550 0 1
CT206 6 220 (4)* < 208, 210 (2) 1 0
RM164 6 220, 226 (2) 230, 240 (2) 2 0

250 260
CT469 6 110(4) < 98, 100 (2) 0 0
CTe6 4 186, 188 (2) 180, 182 (2) 1 0
CT522 13 126-130 (2) 136 (11) < 0 0
CT531 3 154, 160(2) 150 1 1
CTi4 8 140 150-180 (5) 0 2
190, 194 (2) -

CT462 10 130 (5) > 136 (5) < 0 1

()* : Number of subspecies-specific alleles
(a locus having more than 2 alleles is indicated)

—32—



