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Abstract

Rapid progress in the modeling of biological
structures and simulation of their development has
occurred over the last few years. Cellular automata
(CA) and Lindenmayer-system(L-system) are the
representative models of development/morphogenesis
of multicellular organism. L-system is applied to the
visualization of biological plant. Also, CA are applied
to the study of artificial life and to the construction
of an artificial brain. To design the L-system and
CA automatically, we make this model evolve. It is
necessary to code the developmental rules for
evolution. In this paper, we propose a DNA coding
method for evolution the models of development/
morphogenesis of biological multicellular organisms.
DNA coding has the redundancy and overlapping of
gene and is apt for the representation of the rule. In
this paper, we propose the DNA coding method of
CA and L-system.
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