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Fig. 1 SDS-PAGE of the ColH partial purification
product and zymography
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Segment 1 2 3a 3b

C. perfringens  ColA | T 1,018aa
Segment 1 2 3a 3b
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C. histolyticum Segment, 1 2a 2b 3
ColH | [} 981aa

Fig.2 Segment structure of the closlridial collagenases
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Table 1. Deleted mutation of C-terminal in recombinant collagese

and specific activity (units/pmol enzyme)

enzyme Pz-peptidase collagenase
rColH 0.0859£0.0036 0.164=x0.006
rColH'(S1) 0.123 *£0.006 0.00857+0.00154
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o= ®A, Slo] Fuj domam—% A Qe Aoz ==Hg (5)
S19] ofmlxAt Hld FdE, F< protease®] FE 9 motif (HEXXH)7}
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tn ygEo. 28X9, & F% proteased %’%Zﬂ,ﬁi Z+3 9lE A3y
old Ag 7] (Fx9 HE +124 H+11IEE E+25)°] A3 A7e B
o] A] & SktH(Fig. 3-A).
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Fig. 3 Structure of active site in collagenase

B3] 8t7] 9)slA, HEXXHE Z+ #7ieh A4t ol
zka Q= FF9 N+25 E+32, E+33, E+37 &7 &
site-direcred mutagenesis® 22 Wo|AZ colHFAAE AZsA, AxF &
A AAAE o)l Z Wo] E4E St v ofd FHFES A
gt (Table 2).

o] A3}, H+1, H+5, E+33%& old Agel Agste rjola, 7t AA &
9 collagenasex= F% protease A= MZE familyE FAstz At
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Table 2. Zn conrent and specific activity of mutant enzyme

Enzyme Zn content Specific activity

H+1 ! l
E+2 - !
H+5 ! l

N+25 - -
E+32 - !

E+33 I \

E+37 — !
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Fig. 4 Binding of the water insoluble collagen
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Fig. 5 Binding of the water Insoluble collagen
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