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Effect of Moisture to NIR spectrum and Calibration Development
in Pea Protein Constituent Analysis Using
Near Infrared Reflectance Spectroscopy
NYAES : B. J. Kim, C. S. Jung, Y. C. Kwon, W. Y. Han and Y. H. Kwack
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Table 1. Composition of pea sample sets

] Calibration(No. = 61) Prediction(No. = 29)
Constituent . . .
High Low Mean SD High Low Mean SD
Protein 344 23.1 27.7 2.5 311 234 27.6 23
* Protein(dry) 304 20.5 24.5 22 27.6 20.7 244 2.1

SD = Standard deviation

Table 2. Near infrared reflectance(NIR) spectroscopy analysis of protein
constituent in pea : Standard and automatic regression method

Constituent  NIR Method  Format Wavelength(nm) MR'  SEP? r
Protein SR* D20D®  1976/1508/1606/898 0994 0.488 -0.976
Auto’ D20D  1390/1990/2470/1900/1540/2020 0.962 0.467 0.978
Protein . SR D20D  1978/1508/2074/2148 0994 0430 0.978
dryy - Auto D20D  1900/1630/1510/550/2410/1690/1990 0.957 0.408 0.980
0 — ]
! MR = Multiple correlation ?SEP = Standard error of performance
3r = Simple correlation SR = Standard regression method
*Auto = Automatic regression $D20D= Second deviation of the log 1/R signal

Table 3. Near infrared reflectance(NIR) spectroscopy analysis of protein
constituent in pea: Principal component analysis(PCA)/partial least
square regression(PLS)

Constituent Format Wavelength(nm) Factor MR SEP r

Protein D20D(10/20)" 1100 ~ 2500 1 0998 0446 0980
Protein(dry) D20D(10/20) 1100 ~ 2500 12 0998 0395 0982 °

1020 = Segment size : 10, Gap size : 20
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