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Table 1. The frequencies of RFLPs in the 21 germplasm pools of common wheat. RFLPs in each
germplasm pool were generated by the Hindill restriction enzyme and 30 cDNA and genomic DNA probes.

Germ- No.of  TotalNo. No. of Freq. of No. of Freq. of No. of No. of Mean
plasm accessions of mono- mono- unique poly- RFLP unique PIC
pool* bands morphic  morphic bands morphic patterns RFLP index'
bands bands probes per patterns
probe
AFG 19 186 125 0.670 3 0.533 2.83 17 0.25
IRAN 20 184 124 0.674 0 0.667 2.86 10 0.29
TUR 16 191 118 0.620 4 0.867 317 11 0.38
CHN_XR 8 176 140 0.800 3 0.533 1.97 8 0.24
CHN_TW 7 174 134 0.770 0 0.533 1.83 0 0.26
CHN_YH 10 168 140 0.833 0 0.367 1.72 2 0.18
CHN_SW 13 172 134 0.779 1 0.633 1.93 4 0.23
ODESSA 10 171 131 0.766 0 0.533 2.28 3 0.24
ROM 10 169 130 0.769 0 0.500 217 7 0.22
RUS 13 170 130 0.765 (] 0.433 2.28 4 0.22
UKR 10 170 134 0.788 1 0.500 2.10 3 0.24
YUG 8 166 136 0.819 0 0.467 1.79 1 - 0.20
FRA 20 182 123 0.676 0 0.600 2.72 2 0.26
GER 11 178 130 0.730 1 0.467 2.28 3 0.24
US_ER 22 193 120 0.622 9 0.733 3.21 12 0.34
US_EwW 16 168 134 0.798 0 0.533 1.83 1 0.19
US_MSU 22 174 135 0.776 0 0.533 217 1 0.21
Us_GpP 17 177 118 0.667 1 0.700 2.79 7 0.28
Us_w 17 176 123 0.699 0 0.700 2.66 3 0.30
ARG 5 169 130 0.769 0 0.433 1.86 1 0.24
IWWSN 18 179 120 0.670 1 0.700 3.00 6 0.26

* AFG - Afghanistan; IRAN - Iran; TUR - Turkey; CHN_XR - Xinjiang Rice wheat (China); CHN_TW - Tibetan Weedrace (China); CHN_YH -
Yunnan Hulled wheat (China); CHN_SW - Sichuan White wheat (China), ROM - Romania; RUS - Russia; UKR - Ukraine; YUG - Yugoslavia;
FRA - France; GER - Germany; US_ER - Eastern U.S. SRW wheat; US_EW - Eastemn U.S. SWW wheat; US_MSU - SWW wheat breeding
lines from Michigan State University; US_GP - U.S. Great Plains; US_W - Western U.S. SWW wheat; ARG - Argentina; ODESSA - wheat
breeding lines from Odessa research station; IWWSN - wheat breeding lines from International Winter Wheat Screening Nursery

T Mean PIC Index = (X PICi) / number of probes, where i is a probe.
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Figure 1. Dendrogram resulting from the cluster analysis of RFLP-based mean genetic similarity estimates within and
between 21 germplasm pools
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