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1. Ztz} Ajre) 21T, vz, AldToAe] BEX v E AW B Treponemas R, W22,
AR F A 2hzh 12.5%, 24.1%, 75.4%E BPo W A actinomycetemcomitans 0.5%, 19.0%,
44 4%, P. gingivaliss= 10.5%, 43.1%, 94 0%, Fusobacteriume- 33.0%, 48.3%, 81 0%, B. forsythus<
9.5%, 17.2%, 65.9%, P. intermedia’= 1.0%, 12.1%, 26.3%, P, micros& 5.0%, 19.0%, 48.7%% Z}Z
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2. Treponema, B, forsythus, P. intermedia®} ¥+ 2153 g7 Aol oM+ f-o 3%+ A}l
& RolA gsitt 18ut A, actinomycetemcomitans, P, gingivalis, Fusobacterium, P. microsol| 4]
T 21T tiZ22T Aol oA 19431+ Alo] & YEFATHp<0.05).
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