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There are five cultivating species in Capsicum genus. Although the plants in this
genus are economically important, karyotype analyses have not been reported on them,
which prompted us to carry out the cytological chracterization of the Capsicum plants.
Except one or two chromosomes in their genome (2n=2x=24), most chromosomes are
metacentric and gradually decreasing their sizes, which makes almost impossible for
unequivocal identification of individual chromosome. Therefore, we utilized FISH
technique using 5S and 185 ribosomal RNA genes. While one 55 rDNA locus was
observed in all Capsicumn species, the numbers of 185 rDNA loci were species-specific.
One major 185 rDNA locus was observed in C annuum and C chinense, two loci
were observed in C frutescens, and six loci were observed in the C. pubescens and C
baccatum. In addition to the major 18S rDNA loci, one minor locus was observed in
the species C. annuwmn, three loci in the C. chinense, four loci in the C. pubescens and
C. bacaatum, and five loci in the C frutescens. Ancther interesting point on the NOR
loci is that the positions of the NOR loci are mostly telomeric regions in the
chromosomes.  Therefore, the cytological variations in the NOR chromosomes in
Capsicum genus can providle a good model for the NOR chromosome evolution
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