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A bacterium isolated from a polluted stream, capable of metabolizing biphenyl, and
naphthalene, phenanthrene was previously identified as Pseudomonas sp. strain DJ77. In this
investigation, 16S rRNA gene sequencing and fatty acid analysis were used to determine the
taxonomic relationship of Pseudomonas sp. strain DJ77. The sequence of the 16S rRNA gene
of DJ77 was identical to that of genus Sphingomonas. The fatty acid analysis of strain DJ77
showed result similar to that of S. paucimobilis. We propose that Sphingomonas sp. strain
DJ77 be reclassified as S. paucimobilis. We further reavealed that partial restriction
endonuclease map and sequences for the aromatic-degrading catabolic plasmid pYC200
(200-kb) present in Sphingomonas sp. strain DJ77.
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