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Sphingomonas sp. KH3-2 is capable of use the phenanthrene as a sole carbon source.
Because of the strain KH3-2 has low hydrophobicity and emulsifying activity, the
biodegradation rate of phenanthrene by the strain which could be used only dissolved
phenanthrene was very low. In this study, an effect of several surfactants addition was
investigated to increase the biodegradation rate of phenanthrene. Surfactants used were
Triton X-100, Tween 20, Tween 80, Brij 35, and SDS and their CMCs(Critical Micelle
Concentration) were 0.015%(v/v), 0.015%(v/v), 0.075% (v/v), 0.015%(v/v), and 0.025%(v/v)
in MM2 medium, respectively. Tween 20 and Tween 80 have no toxic effect on the growth
of strain KH3-2. However, Triton X-100, Brij 35, and SDS were affected on the growth. In
case of the surfactants addition in MMZ2 medium containing 300 ppm phenanthrene, the
biodegradation rate of phenanthrene was enhanced in’ all case. It seems that the enhancing
the solubility of phenanthrene by addition of surfactants is more important than the toxic
effect on the growth of Sphingomonas sp. KH3-2 which only used phenanthrene dissolved

in aqueous phase.
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