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Tabel. 1. The primer codes and sequences tested in this study

No. Sequence No. Sequence
A | 5-ACCGCGAAGG-3' N ,
B | 5-GGACCCAACC-3 g ;gggggigi‘ég '
C | 5-GTCGCCGTCA-3' ;

, , [ | 5-GGTCTACACC-3
D | &-TCTGGTGAGG-3 , ,
¢ | 5-teaccooAA ] | 5-AGCGCCATTG-3'.

Tabel 2. Optimum concentrations and conditions of RAPD protocol for banana

concentrations and conditions

Component
Evaluated Optimum
Template DNA 10, 20, 40, 80ng/ul 10ng/
MgCl, 1, 2, 3, 4mM 3mM
dTNP(dATP, 4CTP, | 100, 200, 300, 400« M 200 M
dGTP AND dTTP)
DNA polvmerase 05, 1, 1.3, 2units/suf lunits/sf

Fig. 1. DNA profiles generated by RAPD of banana.
M : DNA size marker (Lamda DNA+Pst I ~HindII)
C : Control (No genomic DNA). Lane : 1-5 : banana varieties.

1) GIA 2) Grand nine 3) Intan 4) Ambon kuning 3) Monkey banana.

A : Primer was used 5'-TCT GGT GAG G-3'.
B : Primer was used 3'-TGA GCG GAC G-3".
C : Primer was used 5'-TTG GCA CGG G-3'.
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Fig. 2. Dendrogram obtained from the UPGMA cluster analysis based %

on genetic similarity estimated by using 63 RAPD bands {or 5

banana accessions.
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