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Application of AFLP to Phylogenetic Analysis of Aegilops

Nat'l Inst. of Agricultural Sci. & Tech. Yong Jin' Park, Nat'l Seoul Univ. Jae Wook Shim
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o AEAH : Aegilops 2¥]A W v+ 19%F, AulY(Chinese Spring)
o AFLP¥4 . ,
- DNA 4] : phenol/chloroform®
- A/HEA : Ssel(CCTGCA/GG)/Msel(T/TAA)
"~ Primer&4] : ®P-ATP, T4-polynucleotide kinase
- 1a S : 94T 30%, 56T 30%, 72T 1%, 30cycles
- 224 X : 94T 30%, 65T 30%(-0.7C/cycle), 72T 1¥, 35cycles
- 8 A% : 6% denaturing polyacrylamide sequencing gel
- A2¥4 : NTSYS programs
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1. AFLPE ol &% AegilopsFE SJHAE EA4% F, 7709 primer 2fAAN F
207709 ¥ bands& ZAlstg oo =99 FF ¥ bandsTE 29870 ol

2. % AEY FARAS Mol Ae heldreichiiiM") e Ae. comosa(M)2t Ae. uniaristata
(N)2] #E2181A e Ases velws, UMAIES 712 4ufAlFo MAE 39Fe=
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3. 68l A A Ae triaristata(UMN)E 48l A4 Ae. triaristata(UM)B.Y}= Ae. columnaris
(UM)¢ o 249l Rez Jetwd. a8l3 Ae ventricosa(DN)E UAl®ol NAE
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Genetic Similarity
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Ae sharonensis(2x, S*
Ae. longissima(2x, S
Ae. umbellulata(2x, U)
Ae. triuncialis(4x, UC)
Ae. columnaris(4x, UM)
Ae. triaristata(6x, UMN)
Ae. triaristata(d4x, UM)
Ae. biuncialis(4x, UM)
Ae. ovata(4x, UM)

Ae. comosa(2x, M)

Ae. heldreichii(2x, M*)
Ae. uniaristata(sx, N)
Ae. squarrosa(2x, D}
Ae. cylindrica(4x, CD)
Ae. ventricosa(4x, DN)
T. aestivum(6x, ABD)
Ae. crassa(4x, DM)

Ae. crassa(6x, DDM)
Ae. crassa subsp. vavilovii(6x, DMS)
Ae. juvenalis(6x, DMU)

. Phenogram dipicting phylogenctic relationships among 19 Aegilops spp. and T, aestivum, constructed

by NTSYS using UPGMA method. Total 207 polymorphic bands produced by 7 primer combinations
of AFLP were investigated. a) Aegilops spp. were classified into 5 groups at this level.
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Fig. . Genomic analysis of UM type

—polyploids was conducted using

genetic similarity values with possible diploids as diploid

analyzers.
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