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Corynebacterium glutamicum is an industrially important bacterium for the
manufacture of amino acids. A genomic library for Corynebacterium glutamicum
strain ASOI19, constructed in the cloning vector pMT1, was screened for clones
carrying arginine biosynthesis genes by complemetation of Escherichia coli mutants.
Clones complementing defects in argC, arg], argB, argD, argF, argG and argH of
Escherichia coli were isolated. As based on the restriction and complementation
analysis of the plasmids, pRH1 and pRHZ, cloned in E. coli argH auxotroph, that
carries part of a cluster of arg/-B-D-F-G-H. Although other gram-positive
bacteria show similar arg cluster, this arrangement for argG-H cluster is thus far
unprecedented. The argH gene encoding argininosuccinate lyase(E.C. 4.3.2.1) cleaves
argininosuccinic acid into arginine and fumarate and is the last enzyme in the
arginine biosynthetic pathway.
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