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¥ 1. Reclassification of plant pathogenic bacteria(genus level)

Old genus New genus Example
Xanthomonas Xanthomonas
Stenotrophomonas S. maltophilia
Pseudomonas Pseudomonas P. syringae pvs.
Burkholderia B. cepacia
Ralstonia R. solanacearum
Acidovorax A. avenae subsp. avenae
Corynebacterium Clavibacter C. michiganense subsp. michiganense
Arthrobacter A. ilicis
Curtobacterium C. flaccumfaciens pv. betae
Rhodococcus R. fascians
Rhathayibacter R. rathyt
Frwinia Erwinia
Streptomyces Streptomyces
Agrobacterium Agrobacterium
Xvlella Xylella X. fastidiosa
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1) % (Classification)
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3) = 9 (Nomenclature)
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3) Nomenspecies
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