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Fig. 1. Metaphor agarose gel(2.0%) electrophoresis
pattern of RT-PCR product. The expected length of
PCR product is 400bp., This band was eluted by use
of GeneCleanll kit., Lane 1, pGEM marker: Lane 2,
RT-PCR product
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Fig. 3. Agarose gel(0.8%) electrophoresis pattern
of the restriction(EcoRl-Xhol) digests for. small

subunit of AGPase gene(l,95kbp) excised from A

phage DNA., Lane 1, MHindlll marker: Lane 2, pGEM
marker: Lane 3,4 & 5, restriction digests,
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Fig. 2. Metaphor agarose gel(2.0%) electrophoresis
pattern of restriction(4pal-Sall) digests for
plasmid of which PCR product was ligated into
pGEM-T° vector. Lane 1, pGRM marker: Lane 2,
restriction digests,

Table 1. Comparison nucleotide sequence(ORF) of
cloned gene to other small subunit of AGPase

Plant species Homology
I, batatas 84
S. oleracea 84ss
B. wulgaris 84ss
V. faba 833
P. sativum 82ss
L. esculentum 8l%




