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Fig. 1. The PCR praducts by use of Tag polymerase
A mRNA wis used for the RT-PCRPCR was performed inoa thermal
evelertPCR Robot), The temperature was eveled 1o 8B for 1 min.,
then (o 55°C for | oming and then to 720 for 1 min. (or a tatad of 334
cveles. The PCR praducts were an on 2% metaphor agarose gel.
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Fig. 2. Restriction digests of the subcloned « binant plagmid
Electropharesis was carvied aut on 2% TAE metaphor agarose god for 30 minutes,
The white arrows indicate insert DNAs.
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Fig. %, Restriction digests of the pBlueseript phagomids containing full length AGE e
Firstlv, Jn vive exeison of the pBhuesevipgt phagensid frone thae Uai Zige NI vecion
wis done using Exassist helper plugze with SOLID stenis, After that, the oseised
plilueseryt plugeemids woere double digested with Eooltl qand Xl
The white irrows indicite insert DNAs,
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Lnes 5 7. lare subunit
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