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Table 1. Frequency and description of M2 seedlings from swhich were found

Variety Dose Locus Allozyme No. of Phenotype(segregation)
of Plant types seedling induced lletero parental Note
Mutagen . . analysed homo home
1. 6NaN3 1 Est 4 fast 5 0 1 4
+0, 76MNH Est & fast 5 1 0 4
2 Bstl slow 13 2 7 3 harvest
3 Est 5 slow 12 1 1 10 harvest
GOT 3 null 12 1 4] 11 : 2)
Est 4 null 12 1 0 11
4 LAP 2 null 5 1s 0 4
Dema 6 Est b slow 5 - 10 0 4 harvest
0. 75MNH 6 Est 4 slow 5 1 0 4
+0, 75MNII © Est 5 slovw
7 Est b slow 5 1 0 4
0. 5MNH 8 Est5 slow 5 1 0 4 green-
+0.6MNH 9 Est § fast 5 1 0 4 green-
10 LAP 2 slow 5 )| 0 4 green-
11 Est 2 null 5 3 0 2 green-
Sacheon(, SMNH 12 GOT 1 null 5 1 0 4 green-
6 40, 5MNH GOT 2 null 5 1 0 4 house
GOT 3 null 5 1 0 4

¢ Albino
29 One more mutant was found in rest of spikes in this plant
Greenhouse : Plants which I found some mutant were grown in green house
1)harvested: got 2seeds. After repeating electrophoresis No mutant were found
2)harvested: got 9seeds(3 and 6seeds from two plants)from rest of seedling from the
“same spike that didn’t analyse with electrophoresis. No mutant were found
3)harvested :got 7seeds(2,3 and 2 from three plants)from rest of seedling from the
same spike that didn’t analyse with electrophoresis. No mutant were found

Table 2. The number of plants and Chlorophyll mutants in two varieties

total No,of No. Chlorophyll mutant Mutation rate
Variety Treat- plant spike of M2

ment analy-seed- AlbinoXan- Viri- Total spike plant

sed ling tha dis (% - (%)
Dema 1, 5NaN3+0, 75MNI 80 108 864 21 2 6 29 (11) 10.2 3.3
0. 75MNI+0. 75MNH 84 86 344 9 3 2 14 (5) 6.8 4,0
0.5MNH +0.5 MNH 100 110 440 9 0 2 11 (9) 8.2 2.6
Total 264 304 1648 @ 39 5 10 54 (25) 8.1 3.3
sacheon 1, SNaN3+0. 7SMNif 7 7 35 0 [ 1] 0 (0) 0.0 0.0
6 0. 75MNH+0. 75MNH 94 94 376 2 3 2 7 (5) 5.3 1.9
0. 5MNH +0.5 MNH 80 80 400 6 6 2 14 (5) 6.3 3.5
Total 181 181 811 B 9 4 21 (10) 3.9 - I-;

Table 3, The mutation rate according to the different dose of mutagens

Variety Treatment Total No., of No. of Iso- No. of Mutation rate

Plant spike M2 zyme Mutant spike M2

analysed Seedling loci seedling

____________________ analysed (%) (%)
Dema  1.5NaN3 80 108 864 EST  13(4) 5.0 0.7
+0. 75MNH GOT 0 0.0 0.0
LAP i 1.3 0.1
0. 75MNH 84 86 344  EST 2 2.4 0.6
+0, 75MNH 60T 0 0.0 0.0
LAP 0 0.0 0.3
0. SMNH 100 110 440 EST  5(3) 3.0 0.7
+0, SMNH 60T 0 0.0 0.0
_ AP 2(1) 1.0 0.2
Total 264 304 1648 23(11) 2.2 0.3
sa- 1, 5NaN3 7 7 35 EST 0 0
cheon 6  +0, 75MNH GoT 0 g:g gig
LAP 0 0.0 0.0
0. 75MNH 94 94 376  EST 0 0.0 0.0
+0, 75MNH 0T 0 0.0 0.0
LAP 0 0.0 0
0. 5UNH 80 80 320 EST 0 0.0 g. 0
+0, 5MNH 6T 3(1) 1.3 0.9
N LAP 0.0 0.0
Total 181 181 731 3(1) 0.1 0.1

_21_



