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Molecular Cloning and DNA Sequencing of parB Essential for

Polyamine-Dependent Transcriptional Expression of paiA in
Escherichia coli.

AAZ, AL, °1F3
gt o) FHuig A&t}

42 paiAs MlacMu53 operon fusiond] 98] WA LD, polyamine putrescinee oJ8] &
ooz AANGEHE FAAZA fATEAA A 20584 HX9c). parBE putrescinedl] 2]
3 paid FRAA AAPLEEES A3t B5FH o0& A7 HE genetic locus®E AT 2 genetic map 4
o} 868 &AI3t™ physical map 48] 4031 kbs} 4037 kb Alelo] 9JAE= Aoz A=A Ut
Polyamined] 9§ AAIZA7)2E AF37] 3 B AFdAAM<= ¥ parB locus® cloning 3%
o} okAl® UIAF K-1022RE WESIR genomic libraryE parB  paiA28:placMu53 T30
transformationdt®] putrescine (I mM)& H7}3 Glc/X-gal HLulx|oAM e paid 2EE 7154
st & 9 cloneS& &t o] € F dEFHA clone (pJL201)9) chromosomal DNA insert2
AJELAANEE A4S A3 ulAFgenomel 4036kb B2E EH3tE Kohara clone #5550 [16G1]
3} A3 AASHTH o2 EE pJL201LS flavine reductase §AA} (fre)9}t fatty acid degradation
AR (fadA)Y LF L ol FAHA Alold] EAEY HolF RNA oa}7ze HAjo] AU
400 bpe] DNA sequenceE Ete o] ARAEHUTG fres} fadA2] IF R olF Alofj9] 400 bp
£ ¥g3lE genomic DNAY Sall/puvil (1.2 kb)EH & Kohara clone #5502 258 739 Squ3A
2 complete digestion*1# plasmid pBluscript M13°) clonedt parB'E complementationdt
clone (pJL207)& F3l9th. DNA €748 4427 o] parB cloned fadA9] C-terminal F¥# 9|
140 bp?} ©ols} AHF BB A ol F2e) RNA product’t o) A= o)A DNA sequence
Z 60 bpE X 3= 02 kb9 parB insertE Z3 Lo EAHAC ol AI= parB clone
o] protein®& $E3EY 7ls4el FHEE JYehlFn . = parB° EU¥ele Kohara clone
#550 [16G1lel ¢l8] trans-complementation®-S Z<HEHA polyamineol &jF paid FAAS AL
fxol positive regulator® 383l #AFe] 32 RNA factor’} 0.2 kb clone €3jA A44€ 7}
54¢ AT Ut

F319
Streptomyces lividans secY 37 Xl2| Cloning & HI|uidE4
a8, a4, Mza”

"HX|cHatm MEDIstei R4, *HX|CiSt@m O|RicHe AMHDletn)

Aoz QEE dMFol CHIZIRNISH AgXoR R 63X a4, &
MER 58 HusHs YMTFo| MEe] THAEHZIXE Bel7iesl THYEELZIF 7Y
R4 REAE protein translocator= 24242l SecY LidjAlo] RAMXE WMR T FEANa
BOlYL2Z OIZFHX MEQ RBHIE {8 [FT2=E JHE Ol ABE/E= Streptomyces
lividans (TK24) offAf £&2|, doningdliCt. secY & X{7} Eej=l chZiFolut B subtiis &
CIERFoM 58] 2ZEXQ X948 A2 ojnjxat MYE vjWst Streptomycesol A
71 Slo] AlgE|E= HrIMAE AI83810] primerE X2l5t0i PCR3II20 2 1.9Kb HT o
EHEE UAUCE DNA sequencing & FH=i= ojo|diMgz EE CfE SecYRiEn i
ng dnt Y8 22 4SHE RBAS0| SteptomycestfAT HA secYREALI} spe
operonLiofl Zx{sin AFH2loji= ribosomal protein L157t 3lFFelol= adk(adenylate
kinase) RH X7} ZXfgiCH= A8 & F UACH

323



