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F304 Transcriptional regulation of the expression of SPFP2

gene from Saccharomyces cerevisiae
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To unveil the mechanism of transcriptional control of SPPZ2 gene
involved in pre-mRNA splicing of the budding yeast Saccharomyces
cerevisiae, a DNA fragment of 1.9 kb which contains a portion of the
SPP2 structural gene and 5' upstream regulating region of the SPP2 was
fused to the E. coli lacZ reporter gene 10 generate an SPP2-lacZ tusion
plasmid, pKW115a. Using Bal31 enzyme, we obtained a series of
deletion derivatives of pKW115a, in which 5 upstream regulating region
of the SPP2 is progressively shortened from the 5 end. Then, these
deletion derivatives were introduced into a yeast strain, and the B
-galactosidase activities expressed from the derivatives were measured to
identify positive- or negative-cis acting elements. We have also
determined the base sequences of the 5 upstream region of the SPP2
gene.
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