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Molecular Cloning of Genes Expressed During
Flower Differentiation in Potato.
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Total RNAs were isolated from both potato leaves and flower buds at the
early stage after floral evocation. Lambda ZAP II ¢cDNA libraries containing
sequences complementary to poly A" RNA were constructed from both type
of tissues. The cDNA library of the potato leave was hybridized to the rice
cDNA clone encoding rbcS for an authenticity of the library. Differential
display reverse transcription polymerase chain reaction( DDRT-PCR ) will
be carried out to generate tissue-specific products using total RNAs from
both type of tissues, four anchored oligo d(T) primers plus several arbitrary
primers. Tissue-specific products will be eluted from 8% acrylamide
sequencing gel, reamplified, cloned for further studies such as southern and
norton hybridization and sequencing. Homologies between tissue-specific
clones isolated by DDRT-PCR and other flower-specific genes reported
such as floral organ and meristem identity genes will be analized using
BLAST and FASTA as means of homology search.
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