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Transferrin(Tf) subtypes were determined by isoelectric
focusing(1EF) of sera from 528 individuals living in Korea. Two
common alleles(Tf#Cl and Tf#(C2) and one rare allele(7f#Dchi) were
observed. But B alleles were lacking. The frequencies for the
alleles of Tf were Tr#*(1=0,5975, Tf¥C2=0.3163 and Tf#Dchi=0.0142.
The frequency of Tf#(l in Korean population was much lower than
those of Asian populations. On the contrary, The frequency of Tf2(C2
was much higher than those of Asians.
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