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Purification and Charaterization of Superoxide Dismutase
in Chlorobium limicola thiosulfatophilum 6430
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Superoxide dismutase of anaerobic green sulfur photosynthetic
bacterium,Chlorobium limicola thiosulfatophilum 6430, was purified 48.2-fold
with an overall yield of 1.8% to electrophoretic homogeneity. The molecular
mass of native enzyme was 84 kDa, and the enzyme was composed of four
subunits without disulfide bridge. The enzyme was highly stable in broad pH
range, and at 70°C for 4 hours. The enzyme turned out to be iron-containing
superoxide dismutase, because it was sensitive to hydrogen peroxide but not
to cyanide and uv-visible spectrum was similar to other iron-containing
superoxide dismutases. N-Terminal sequence of the enzyme is similar to those
of other iron-containing superoxide dismutases. The enzyme accelerated the
reduction of nitroblue tetrazolium. This result suggests that the enzyme may
mediate the transformation of hydrogen sulfide.
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