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Cloning of Two Soybean Oleosin Genes and Initial Analysis of
Their Promoter Sequence
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24 KD oleosin exists in at least two isoforms (p89/p91) in soybean
seeds. Genomic clones encoding the two isoforms of a soybean 24 KD
oleosin were screened and sequenced. The deduced amino acid sequences
exhibited the common structural characteristics with those of the oleosins
from other plants. The 5'-flanking regions of two genomic clones contain

~ several conserved DNA  elements which are also observed in other
seed-specific genes. These include CAAT box, RY repeats, opaque 2-binding
site, CATC box, CACA box, etc. A binary vector containing each of these
genomic clones is being used as a vehicle to introduce essential amino acids
into seeds of transgenic plants. Since this oleosin represents about 10% of
the total seed protein, it appears that this oleosin promoter is strong enough
to drive a high expression of the modified soybean (carrying the increased
amount of the essential amino acids). A strong promoter will be selected and
used for the upcoming expression experiments.
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