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A207 Molecular Clock and Origin of Sunflower Family (Asteraceae)
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The times of origin and early diversification of sunflower family is
estimated using molecular clocks constructed from the sequences of two
chloroplast genes, rbcL and ndhF. Relative-rate tests indicate that the
synonymous substitutions rates are relatively homogeneous among
lineages of Asteraceae and related families, thus, molecular clocks for
synonymous substitutions are valid for both genes. The clock for each gene
was calibrated by two different plant groups using the substitution rates and
divergence times based on fossil and published molecular clock estimates.
Four independent estimations for the origin of Asteraceae were agreement
with one other, with an average of 34 million years and a range of 24-43
million years. The early Oligocene origin of the family is concordant to the
fossil record and the geological history of South America which believed the
center of origin for the family. Molecular clock data also support the rapid
radiation of basal lineages of Asteraceae during mid Oligocene.
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