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Fig. The leotide seq and deduced amino acid sequence of

an oat (1.3,1-4)-B-glucanase cDNA clone, pOGL1. Possible
polyadenylation signal sequences are uanderlined. Arrow indicates
the putative NH2-terminal residue of the mature enzyme. Standard
one-letter amino acid codes are used.

Table- Nucleotide and amino acid sequence simllarities (%)
of pOGLl with barley (1-3,1-4)-B-glucanase isoenzymes EI and
EIl

Mature polypeptide Signal peptide 3 yr?
NAl AA2 NA AR NA
EI 92 95 94 92 61
EXI 89 90 91 92 53

1; nucleic acid, 2; amino acid, 3; untranslated sequence

Table (1-3,1-4)-B-§1ucanase ac&ivity of the GST-pOGLl1
encoded 8-glucanase fusion protein

Substrate {1-3,1-4) ~b~glucanase activity
(Hg of Glc equiv./Reaction)

Barley‘ B-glucan 40

Laminarin <0.5
C¥M~-cellulose . <0.5
Starch <0.5




